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ABSTRACT

The 1918 Spanish flu, 2002 severe acute respiratory syndrome (SARS), and 2012 Middle East
respiratory syndrome coronavirus (MERS-CoV) were investigated to reveal their causes and

routes of transmission. They have the common features such as 1) the induction by viruses
(Spanish flu; avian influenza virus (AIV), SARS and MERS-CoV; coronavirus), 2) the out-
break during the maximal sunspot number, 3) the aeolian desert dust region (Spanish flu;
Saharan, SARS; Asian, MERS-CoV; Arabian), and 4) similar incubation period (AIV; 5,
SARS; 2 - 7, MERS-CoV; 5 days), 5) different transmission reservoir (Spanish flu; aquatic
bird/swine, SARS; bat, MERS-CoV; bat/dromedary camel). When carbon dioxide (CO,)
combustion emissions were simultaneously high at the maximal sunspot number, UV radi-
ation in the Poles was so extensive to mutate the aquatic virus through the food web to be
the fundamental reason for these pandemic. Guangdong Province and Hong Kong in China
are the source of 2002-2003 SARS. The stranded dead whales and dolphins along the coast of
the Persian Gulf might be fed on by coastal animals in the Arabian Desert to transmit
MERS-CoV. Mutations in the hot temperature in the Arabian Desert and Persian Gulf, and
the maximal sunspot numbers were observed in Saudi Arabia. Saudi crude burn in power
plants since 2009 with coincidental outbreaks of MERS-CoV in Saudi Arabia since 2012
peaking in 2014. The reduction of CO, emissions by nuclear power plants is a unique solu-
tion to decrease MERS-CoV outbreaks.

1. INTRODUCTION

Over the past 100 years there have been serious diseases with high mobidity and mortality. Three vi-
ruses known as avian influenza virus (AIV) [1], severe acute respiratory syndrome (SARS) coronavirus [2],
and the Middle East respiratory syndrome coronavirus (MERS-CoV) [3], have been experimentally inac-
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tivated by ultraviolet (UV) light-based UVC photochemical treatment. Spanish flu in 1918, SARS in China
in 2002, and MERS-CoV in Saudi Arabia in 2012, have common features such as 1) the induction by vi-
ruses such as Spanish flu; AIV, SARS and MERS; coronavirus, 2) the outbreak during the maximal sunspot
number, 3) the aeolian desert dust region (Spanish flu; Saharan, SARS; Asian, MERS-CoV; Arabian), 4)
similar incubation period (AIV; 5, SARS; 2 - 7, MERS-CoV; 5 days), 5) different transmission reservoir
(Spanish flu; aquatic birds/swine, SARS; bat [4], MERS-CoV; bat [5]/dromedary camel). UV radiation is
too strong for the aquatic virus to survive during the maximal sunspot number. However, a limited num-
ber of mutant viruses in the Poles survived and were transmitted by migratory birds or humpback whales
and then evolved as deadly viruses in the form of the 1918 Spanish flu, 2002 SARS, and 2012 MERS-CoV
in Continents during the maximal sunspot number, as shown in Figure 1. To understand further, we can
consider the following analogy. Steak can be served as welldone, medium, and rare. Similarly, the maximal
sunspot number, equivalent to the case of “welldone”, produces the strongest ultraviolet (UV) radiation to
induce the least number of aquatic viruses in the Poles as deadly mutants for 2002 SARS in Hong Kong of
China. UV radiation is mild enough for the aquatic virus to survive during the minimal sunspot number,
so its mutant viruses are transmitted as AIV to the Continents [6]. Overall human activity has helped add
carbon dioxide to the atmosphere at levels not seen for 800,000 years. Reducing greenhouse gas emissions
is the best way to reduce climate impact [7].

The present study investigated the individual serious diseases of the 1918 the Spanish flu, 2002 SARS,
and 2012 MERS-CoV revealing their causes and routes of transmission to prevent future human fatalities.

2. SPANISH FLU

The most lethal influenza pandemic in modern history was the HIN1 Spanish flu, which killed ap-
proximately 50 to 100 million people around the world between 1918 and 1919. The origin of the 1918
pandemic is now clear. The virus had features of an avian virus (HIN1) with an intermediate host of
swine. Increased CO, emissions in Spain from 1918-1919 thinned the ozone layer causing the increases of
UV radiation and temperature. Figure 2 describes carbon dioxide emissions from fossil fuel burning,
1850-1950.

Temperature increase enhanced the ice-melting in the Poles to decrease algae beneath the ice, so that
penguins feeding on algae starved, making them vulnerable to AIV which was transmitted by migratory
birds. Spain is located as a stop-over of three migratory birds flyways; The East Atlantic, Black
Sea/Mediterranean, and East Africa/West Asia. Therefore, there could have been frequent chances of con-
tact between AIV infected migratory birds and wild domestic birds, the latter transmitting highly patho-
genic avian influenza (HPAI) to humans to cause an enormous number deaths of humans in 1918. Fur-
thermore, there was Saharan aeolian input over western Europe [10] including the Iberian Peninsula of
Spain from North Africa. Aeolian particles carried bacteria [11] and thus AIV could be hosted by such
bacteria which transmitted AIV via the stream of Saharan aeolian input to Spain. It has been suggested
that the 1918 Spanish flu was caused by the increases of CO, emissions during the Second Industrial Rev-
olution (1870-1914) and the First World War (1914-1918), whereas the thin ozone layer was made by CO,
increase to allow the extensive UV radiation in the Poles for mutant of low pathogenic avian influenza
(LPAI) AIV. Migratory birds, in contact with penguins and guillemots, transmitted LPAI to Continents
which mutated into HPAI HINI in the favorable Spanish environments (cold temperature, low humidity,
basic pH, low salinity, enough food, low UV radiation) from October to December in 1918. The abrupt
increase of global carbon dioxide emissions from fossil fuel combustion caused the thin ozone hole while
the maximal sunspot number (Figure 1) allowed the maximal UV radiation in the Poles. Therefore, when
carbon dioxide combustion emission was simultaneously high at the maximal sunspot number, the UV
radiation on the surface of the Poles was so extensive, it mutated the aquatic virus through the food web.
This eventually infected penguins in the Antarctic or guillemots in the Arctic as LPAI until transmitted by
migratory birds to the Continents as LPAI/HPAI or finally HPAI to humans, which could be the funda-
mental cause of the 1918 Spanish flu.
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Figure 1. Maximal sunspot numbers as a function time [8] for outbreaks of 1918 Spanish flu, 2002
SARS, and 2012 MERS-CoV.
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Figure 2. Carbon dioxide emissions from fossil fuel burning, 1850-1950, where blue line indicated
the minimal sunspot number [9].

3.SARS

Marine mammals such as the Baiji dolphin in China’s Yangtze River could be the reservoir of AIV
although functionally it has been extinct since 2004 [12], presumably caused by climate change due to the
abrupt increase of Chinese Industry with enormous CO, emissions at the beginning of 2002, as shown in
Figure 3(a) [6]. The ozone layer becomes thin under the abrupt increase of CO, emissions creating the
strong UV radiation for extensive mutation. The maximum sunspot numbers were significantly recorded
in 2000-2003, as shown in Figure 1. Coincidentally, there were outbreaks of SARS in southern China be-
tween November 2002 and July 2003 resulting in 774 deaths.
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Figure 3. (a) China’s energy-related carbon dioxide emissions (1980-2010) [13]. (b) Guangdong
Province, Pearl River Delta, Hong Kong on the South China Sea [14].

Guangdong Province in China has favorable environments with enough food, waters, and low UV
radiation for habitats of migratory birds and is an ideal stopover for migratory birds flying from the An-
tarctic via Australia. It is therefore expected that Guangdong Province and Hong Kong with industrial
complex increasing the global carbon dioxide emissions were the source of 2002-2003 SARS, as shown in
their maps surrounded by South China Sea and Hainan Island (Figure 3(b)) [15].

SARS is a viral respiratory disease of zoonotic origin caused by the SARS coronavirus (SARS-CoV).
Between November 2002 and July 2003, an outbreak of SARS in Guangdong Province in China caused an
eventual 8098 cases, resulting in 774 deaths reported in 37 countries [16] with the majority of cases in China
[17] (9.6% fatality rate) according to the World Health Organization (WHO) [17]. No cases of SARS have
been reported worldwide since 2004 [18]. In late 2017, Chinese scientists traced the virus to cave-dwelling
Horseshoe of bats in Yunnan Province [4]. The Guangdong Province borders Guangxi Province, where
80% of Chinese oysters are produced. Oysters are the reservoir of aquatic algae, which can be infected by
the Antarctic mutant virus through transmission from migratory birds. During the maximal sunspot num-
ber, there can be the strongest UV radiation to induce deadly mutant virus in the Continent for humans.
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Along the coastal areas of the Shenzhen Bay, a mangrove forest is the habitat for about 100,000 mi-
gratory birds of 40 species, some of which are endangered [19]. Wetlands are critical habitats for birds.
Conservation efforts in the Guangdong Haifeng Wetlands and other wetlands should focus not only on
wintering migratory birds, but also on birds residing in Guangdong [20].

Since Guangdong Province and Hong Kong are located on the long coastline of the South China Sea
with mild temperatures, high relative humidity and ideal habitats with small islands for migratory birds,
such locations could be the source of 2002-2003 SARS. Table 1 summarizes environments for the outbreak
of SARS.

4. MERS-COV

There were the maximal sunspot numbers during the onset of MERS-CoV in 2012 and the peak out-
break of MERS-CoV in 2014 (Figure 4). MERS-CoV peaked in 2014 and continued until now (Figure 5)
with 2248 outbreaks, 798 deaths, and 27 countries reported globally [21].

The evolutionary origins of MERS-CoV are unknown [23]. While camels are thought to be important
for the transmission of MERS-CoV, bats sampled in Uganda [5] are widely considered to be the evolutio-
nary source of the virus. The origins of the virus are not fully understood but, according to the analysis of
different virus genomes, it is believed that it may have originated in bats and was transmitted to camels
sometime in the distant past. Although dromedary camels are now known to be the immediate animal
source of the 82 recent MERS epidemic, the evolutionary origin of MERS-CoV remains obscure [24]. Since
the enzyme cofactors are minerals available from desert dust [11], MERS-CoV can be activated in the en-
vironment by aeolian dust Ze. the Arabian Desert, which is in contact with the Arabian Sea where hump-
back whales remain year-round without movement to the Antarctic. There are chances of mating between
humpback whales in Arabian Sea and the ones in Madacascara (15,000 out of 80,000 populations), the latter

Table 1. Environments for outbreak of SARS in Guangdong Province of China between November
2002 and July 2003 resulting in 774 deaths reported in 37 countries.

Environments for

S C
eqtience Outbreak of SARS ause
Increased CO, emission Coal combustion, Figure 3(a)
2 Thin O, hole Increased CO, emissions

Thin O, hole and maximum sunspot

3 High UV radiation ) .
number in 2000, 2001, 2002, 2003, Figure 4
4 High aeolian desert dust Gobi and Thar Deserts
High rice/wheat Frequent route of migratory birds flyways
6 Ideal habitat Guangdong Province Yvetlands e}nd
mangrove forest for migratory birds
7 Mild water temperature 16°C - 27°C easy to express viral activity
High relative humidity 70% - 80% easy to express viral activity
The Pearl River Delta of the East River,
9 Low salinity North River, and West River filled with
hundreds of small islands, easy to express
viral activity
. 4300 km facing the South China Sea as good habitat for
10 Long coastline

migratory birds
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Figure 4. Sunspot number profile (2018/03) [22] with corresponding outbreaks of SARS and peaks of
MERS-CoV in Figure 5.
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Figure 5. Laboratory-confirmed cases of MERS-CoV reported in Eastern Mediterrane Region, April
2012-August 2018 [21].

migrating to the Antarctic. It is possible for the non-migratory humpback whales in the Arabian Sea to be
infected by the aquatic mutant virus in the Antarctic through the feeding process or mating with the mi-
gratory humpback whales from Madacascara. Such a transmitted aquatic mutant virus could have evolved
in influenza virus evolution in the humpback whale reservoirs leading to mutation, reassortment, and
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recombination, as suggested by Yoon [25].

As shown in Table 2, Saudi Arabia has the largest outbreak of MERS-CoV with the longest coastlines
in the Persian Gulf and the Red Sea, the widest coverage of the Arabian Desert, and the largest crude oil
and gas production for the largest CO, emissions. The United Arab Emirates (UAE) has the second largest
MERS-CoV and the second longest coastline of the Persian Gulf, wide coverage of the Arabian Desert, and
the second largest crude oil and gas production for the second largest CO, emissions. It is therefore sug-
gested that the outbreak of MERS-CoV is related with the length of coastlines of the Persian Gulf, the area
of the Arabian Desert, the CO, emissions from crude oil and gas combustions.

Kim [6] found that regions of skin cancer outbreaks with strong UV radiation have the fewest AIV
outbreaks. Bats usually stay in dark caverns and feed always during the night. Bats are not radiated by UV
in their lifetime because they are only active at night and stay in dark caverns during the day. Therefore,
bats are good reservoir hosts for all kinds of viruses like Spanish flu, SARS, and MERS-CoV, which are
vulnerable to UV radiation.

The dromedary or Arabian camel, as pictorially illustrated in Figure 6, has transported people and
materials in the Middle East and North Africa for thousands of years. After comparing DNA of wild and
early-domesticated dromedaries as much as 7000 years old with the genetic samples of more than 1000
modern dromedaries, it was determined that the Southeast Arabian Peninsula was the birthplace of drome-
dary domestication. Camels are one of the most surprising members of the extended hippo family tree. DNA
studies found that hippos are closely related to whales. The ecological differences might explain two diver-
gent evolutions. The “sister group” to hippos includes, not only whales, but also dolphins and porpoises [26].

A 2013-14 study of dromedaries in Saudi Arabia concluded the unusual genetic stability of
MERS-CoV coupled with its high seroprevalence in the dromedary makes this camel a highly probable
host for the virus. The full genome sequence of MERS-CoV from dromedaries in this study showed a
99.9% match to the genomes of human clade B MERS-CoV. Another study in Saudi Arabia showed the

Table 2. Factors inducing MERS-CoV outbreak.

Population " MERS-CoV 2 Coastline Arabian
Country (2018) Outbreak Desert
(Millions) (2012.3-2015.6) Persian Gulf RedSea  Area

¥ Gas Y CO,
Reserves Emissions

j?:li la 33.6 1028 ° ° ° 298 478
UAE 9.5 77 (@) X (@) 215 199
Qatar 2.7 13 @) X @) 858 65
Jordan 9.9 19 X O © - 19
Oman 4.8 6 © X © 25 55
Bahrain 1.6 1 @) X O 6 31
Kuwait 4.2 3 @) X @) 63 81
Egypt 95.7 1 X o X - 197
Yemen 2.9 1 X © @) - 27
Lebanon 6.1 1 X X X - 15
Iran 82.0 6 o X X 1183 560

Notes;  from Europe CDC Report (2015. 6. 11) ) @: Long, ©: Medium, O: Short, X: Not Applicable. 3
2017 Estimated (tcf), ¥ 2010 CO, (Million Metric Tonnes).
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Figure 6. Pictorial presentation of MERS-CoV transmission from infected migratory humpback
whale via infected non-migratory humpback whales in the Persian Gulf to humans via reservoir-host
dromedary camels in the Arabian Desert.

presence of MERS-CoV in 90% of the evaluated dromedaries and suggested that camels could be the ani-
mal source of MERS-CoV [27].

The Saharan Desert in Egypt and Iran Desert in Iran have dromedary camels. The key regions and
parameters for MERS-CoV outbreak appeared to be the Persian Gulf, the Arabian Desert, and CO, emis-
sions for Saudi Arabia, UAE, Qatar, Jordan, Oman, and Iran. Therefore, the reduction of CO, emissions by
using nuclear power plants is a unique solution to decrease MERS-CoV outbreaks, especially in Saudi
Arabia, UAE, and Qatar (Table 2).

There was a close linearity (R*> = 0.8539, p value = 0.0010) between MERS-CoV outbreak and the
maximal sunspot number, as shown in Figure 7.

It is therefore expected that there can be a serious MERS-CoV outbreak during the maximal sunspot
number (Figure 4), as occurred sharply in Figure 5 in 2014.

Genetically speaking, humans are more evolved than birds. During the maximal sunspot number
there were deadly diseases contracted by humans such as Spanish flu, Asian flu, Hong Kong flu, SARS, and
MERS-CoV. During the maximal sunspot number, there is the strongest UV radiation which induces the
worst evolutionary mutants in the Poles, transmitted by both of migratory birds and humpback whales
causing harm to humans. On the other hand, there were outbreaks of AIV during the years of the minimal
sunspot number, as linearly correlated (R* = 0.9967) by Kim [6]. During the minimal sunspot number,
there is a strong UV radiation which induces the bad mutants for causing serious damage mainly to poul-
tries. During the minimal sunspot number HPAI H5N1 spread all over the world to killing mainly poul-
tries [6]. However, there were serious diseases like the 1918 Spanish flu, 1957 Asian flu, 1968 Hong Kong
flu, 2002 SARS, and 2012 MERS-CoV, which killed mainly humans during the CO, emissions increase and
the maximal sunspot number. It can be summarized as; 1) The sunspot number is a good index for predic-
tion of deadly diseases for either humans or poultries, 2) There have been serious diseases contracted by
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humans during the CO, emissions increase and the maximal sunspot number, 3) There have been poultry
diseases of AIV during the CO, emissions increase and the minimal sunspot number.

Weekly distribution of MERS-CoV and maximal sunspot number in the Persian Gulf countries are
shown in Table 3 with data in Figure 5.

It is necessary to prepare for diseases in poultries during the minimal sunspot number while doing
the same for humans at the time of the maximal sunspot number. The sunspot number is a good index to
predict the scope and the extent of deadly diseases not only for poultries but also for humans.

Non-migratory humpback whales stranded along the coastline of the Persian Gulf were infected by
migratory humpback whales with the mutant virus in the Poles, transmitting MERS-CoV to humans via
bat and dromedary camel in the Arabian Desert, as pictorially shown in Figure 6. It can be postulated that
migratory humpback whales in Madagascara, that have a population of 15,000, may travel to the Arabian
Sea or the other way for mating with non-migratory humpback whale, a population of less than 400.
Non-migratory humpback whales residing year-round in the Arabian Sea may be infected by migratory
humpback whales during the mating process. The infected non-migratory humpback whales may travel to
the Arabian Sea, whose feces secondarily infects other whales and dolphins in the Persian Gulf surrounded
by CO, emissions sources (Table 2). Such infected whales and dolphins could be stranded and die along
the coastline of the Persian Gulf, as conceptually drawn in Figure 6. Coastal animals such as birds and
bats, feed on the infected strained whales to transmit the infected virus inland, which can be evolutionarily

Table 3. Weekly distribution of MERS-CoV and maximal sunspot number in the Persian Gulf
countries.

Sequence Maximal Sunspot Number MERS-CoV Outbreak
] Date (Year/Week) . .
(Figure 5) (Figure 4) (Figure 5)

1 2014/16 102 113
2 2015/06 55 24
3 2015/32 45 42
4 2016/10 32 24
5 2016/25 32 26
6 2017/22 22 24
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Figure 7. Relation of the MERS-CoV outbreak with the maximal sunspot number from 2014 to 2017.
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changed to MERS-CoV via the reservoir of dromedary camel in the Arabian Desert in suitable conditions
including high sulfur, low water, and high CO, emissions during maximal sunspot number. The condi-
tions of the Arabia Desert such as sulfur composition and CO, emissions cannot be changed, but the
sunspot number has an 11 year period with 14 months standard deviation. The maximal sunspot number
can be predicted by data available in Brussels in Belgium and Ottawa/British Columbia of Canada. Fur-
thermore, it is hard to prevent non-migratory humpback whales in the Arabian Sea and Persian Gulf from
mating with migratory humpback whales in Madagascara. Simple floating barricade at the Strait of Hor-
muz (width 10 km, depth 80 m) (Figure 8(a)) may prevent of the movement of whales and dolphins into
the Persian Gulf during the limited period of the maximal sunspot number to prevent a MERS-CoV out-
break in the Persian Gulf countries including Saudi Arabia, UAE, and Qatar.

Table 2 shows that the outbreak of MERS-CoV in each country is mainly related with parameters
such as covering coastline lengths of the Persian Gulf surface area of the Arabian Desert, gas reserves re-
moving the residual CO, during LNG production, and CO, emissions from combustions of crude oil and
gas for electricity. The contribution of the Red Sea is minimal since there was only one outbreak of
MERS-CoV in Egypt and Yemen, respectively. It is evident that the Persian Gulf and the Arabian Desert
are the main sources of MERS-CoV along with CO, emissions from gas and crude oil combustions. The
population of Egypt (95.7 millions) with a single outbreak of MERS-CoV is far greater than that of Saudi
Arabia (33.6 millions). Therefore, the possibility of the Red Sea as the infection zone is excluded. Rather,
the Persian Gulf is expected as the major infecting area due to the stay of non-migratory humpback whales
with CO, emissions from crude oil and natural gas. Most of the outbreaks of MERS-CoV occurred in Sau-
di Arabia, most of which is covered by the Arabian Desert (Figure 8(b)).

It was revealed that the dromedary camel is the reservoir host of MERS-CoV, whose distribution is
known to be at the Sahara Desert, Arabian Desert, Syrian Desert, Iran Desert, and part of the Australian
Desert. Since MERS-CoV occurred mainly in the Arabian Desert with peak value in Saudi Arabia (Table 2
and Figure 5), there can be a breakthrough of MERS-CoV in the boundary between the Arabian Desert
and the Persian Gulf. There are non-migratory humpback whales in the Arabian Sea (Figure 8(a)) and the
Arabian Desert (Figure 8(b)) with the Strait of Hormuz between the Persian Gulf and the Gulf of Oman,
as shown in Figure 8(a).

As compared with the population numbers, it is evident that Saudi Arabia, UAE, and Qatar have the
highest outbreaks of MERS-CoV due to the factors (Table 2) such as the Arabian Desert area, coastline
length of the Persian Gulf, and CO, emissions by combustions of crude oil and natural gas. It is suggested
CO, free nuclear power plants are used to prevent MERS-CoV to halt the spread of serious diseases in the
Middle East induced by increased CO, emissions, especially during the maximal sunspot number.
Non-migratory humpback whale may evolute the infected virus in the Persian Gulf after mating with mi-
gratory humpback whales infected in the Antarctic either in Madagascara or in the Arabian Sea. The feces
of non-migratory humpback whales infected by the worst virus in the Antarctic, evolutionarily mutated
during the maximal sunspot number under strong UV radiation, to be released in the Persian Gulf and fed
on by coastal animals such as birds, bats, dolphins, and whales. The stranded dead whales and dolphins on
the seashore of the Persian Gulf, ultimately caused by a lack of immunity and infection by the worst virus
from the Antarctic, are fed on coastal animals to the Arabian Desert, where bats and dromedary camels are
present to transmit the evolutionary virus in the form of MERS-CoV under various environmental condi-
tions such as high sulfur, high temperature, and low water in the Arabian Desert, high relative humidity
and high CO, emissions in the Persian Gulf. To prevent the outbreak of MERS-CoV it is suggested that
dead whales or dolphins are burned on the seashore of the Persian Gulf, and bats in the coastline of the
Persian Gulf are eliminated. The movement the non-migratory humpback whales in the Arabian Sea
should be watched so they do not pass the Strait of Hormuz and not to stay inside of the Persian Gulf
enriched with CO, emissions, especially during the maximal sunspot number.

The reduction of CO, emissions by nuclear power plants is a unique solution to decrease MERS-CoV
outbreaks, especially in Saudi Arabia, UAE, and Qatar.
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Persian Gulf

-

(6)
Saudi Arabia
(1028)

Figure 8. (a) Persian Gulf, Strait of Hormuz, Gulf of Oman, and Arabia Sea [28]. (b) Countries
surrounded by the Arabian Desert [29]. Red line is the boundary of the Arabian Desert while
numbers in parenthesis indicated MERS-CoV outbreaks in each country [30].

5. TRANSMISSION ROUTE OF MERS-COV

Some of the natural resources available in the Arabian Desert are oil, natural gas, phosphates, and
sulfur. Enhanced CO, emissions by oil and natural gas induce the ozone hole deterioration with the in-
crease of UV radiation, especially during the maximal sunspot number of 2012 to 2014 (Figure 4). Exten-
sive UV radiation induces viral mutations in the Poles. Besides, the Arabian Desert has ample sulfur (SO,
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5.67 - 46.04 meq-L™") [31] while two amino acids of cysteine and methionine have sulfur. The effects of
cysteine mutations of human immunodeficiency virus [32] and methionine mutation in melanoma kin-
dred [33] have been studied. It is postulated that there are viral mutations in the Arabian Desert due to
high CO, emissions from the combustions of crude oil and natural gas in the Persian Gulf along with ga-
seous and soil sulfur during the maximal sunspot number (Figure 4), whose peak pattern was similar to
the outbreaks of MERS-CoV in Saudi Arabia in 2014 (Figure 5) with strong linearity (R*> = 0.8539) in
Figure 7.

The transmission route of MERS-CoV is not clear so far. Strong UV radiation in the Poles during the
maximal sunspot number might mutate the aquatic virus, bacteria, algae, krill, and humpback whales.
Humpback whales usually migrate to Continents for breeding. However, humpback whales in the Arabian
Sea have been known to be non-migratory for 70,000 years [34]. On the other hand, there are 15,000 mi-
gratory humpback whales in nearly Madagascar among global 80,000 ones.

Mutations in hot temperature in the Arabian Desert, high CO, emissions with refinery systems,
non-migratory humpback whales (viral infection), enhanced salinity of 40 ppt by desalination plants in the
Persian Gulf, maximum ultraviolet radiation during the period of maximal sunspot number in 2012, 2013,
2014 (Figure 4), are expected in Saudi Arabia with the widest Arabian Desert and the longest coastlines in
the Persian Gulf.

Fe-replete dusts from the Arabian and Syrian deserts were blocked by high Omani mountains (~3000
m) during the late Southwest Monsoon (Aug.~Sep.) so that desert dusts could not reach the southern
Omani coast, where many volcanoes are active (e.g. 13 volcanoes in Yemen), Saudi Arabia (24), Iran (7),
Iraq (1), India (4), and Pakistan (7). Oxygen minimum zones in the Arabian Sea form due to the oxidation
of volcanic sulfur compounds of S, SO,, SO;, and H,SO, to sulfates (SOi_) by consuming the dissolved
oxygen (DO) in waters. Therefore, the contribution of volcanic S compounds to the southern Omani coast
during the late Southwest Monsoon is much greater than those of Fe from deserts. Vertical profile of O, at
the southern Omani coast showed severely O,-depleted waters (DO < 0.2 mg1™, ~9 uM O,) from 170 m to
1000 m depth due to extensive consumption of DO in waters by the volcanic S compounds, while minimum
limit of DO content for living fish of about 5 mg-1"' DO (156 pM O,) was available from its oceanic surface
to 80 m depth [35]. Thus, the volcanic S compounds deposited on the surface ocean appear to dissolve their S
compounds extensively at the depth range of 170 m and 1000 m, where phytoplankton cannot live due to
toxic volcanic chemicals (SO,, H,S, HCI, HF, H,SO,) [36] in waters. In contrast, the concentration of di-
atom Pseudonitzschia was maximal between 45 to 80 m (or upper 80 m) depth in HNLC region [37]. Since
humpback whales prefers to stay at 50 m, the Arabian Sea can be a good habitat for humpback whales.

6. MUTATION BY UV RADIATION

Steak is usually served welldone, medium, or rare. Similarly, the maximum sunspot number, being
equivalent to “welldone”, produces the strongest UV radiation. This induced the worst aquatic viral muta-
tion in the Poles, leading to 2002 SARS in Guangdong Province in China. Hong Kong is surrounded by
Guangdong Province, whose west edge is in contact with Beibu Gulf and Hainan Island [38]. Due to lack
of turbulence, the Beibu Gulf is a good fishery farm of oysters, supplying 80 % of oyster production in
China. Oysters feed aquatic algae such as diatoms covering more than 40% algae in the ocean. Therefore,
oysters are a good reservoir of infected aquatic virus, bacteria, and phytoplankton of diatoms, transmitted
from Antarctica by migratory birds and humpback whales. Guangdong and Hong Kong are populated re-
gions that consume many oysters and chickens and have low UV, enough rice, many migratory birds at
mangrove forests, and wide coastal areas. This could be the reason why Guangdong province and Hong
Kong have been known as the origins of 1996-1997 AIV and 2002-2003 SARS. Furthermore, there were
humpback whales in Guangdong and Hong Kong [39], whose infected feces could have been released to
coastal animals such as birds and bats [4] to infect to wild birds, poultry, and humans for transmission of
AIV and SARS. 1996-1997 AIV during the period of minimum sunspot number, is equivalent to the anal-
ogy of steak cooked, of “rare” for the mild UV radiation to induce a bad aquatic viral mutant in the Poles

https://doi.org/10.4236/jbise.2019.121005 64 J. Biomedical Science and Engineering


https://doi.org/10.4236/jbise.2019.121005

for AIV, transmitted by migratory birds and humpback whales in Guangdong Province and Hong Kong in
China. Along the coastal areas of the Shenzhen Bay in Guangdong Province in China, a mangrove forest is
the habitat for 100,000 migratory birds [19]. Furthermore, Guangdong Haifeng Wetlands are valuable for
waterbirds and wintering migratory birds [20]. Therefore, Guangdong and Hong Kong are vulnerable to
the diseases transmitted by migratory birds and humpback whales such as AIV and SARS.

UV radiation is too strong for the aquatic virus to survive under the period of the maximum sunspot
number. However, limited number of mutant viruses in the Poles survived and were transmitted by mi-
gratory birds or humpback whales, evolving as deadly virus as in SARS or MERS in Continents during the
maximal sunspot number. To prepare for a future pandemic like Spanish flu, SARS and MERS-CoV, it is
important to predict each outbreak by both the maximal sunspot number (Figure 1) and the abrupt in-
crease of CO, emissions (Figure 3(a)).

7. OUTBREAK ENVIRONMENTS FOR MERS-COV

Since September 2012, the WHO has been notified of 2,254 cases of infection including 800 deaths
related us MERS-CoV. The majority of these cases were reported from Saudi Arabia (1871 cases, including
724 deaths with a case-fatality rate of 38.7%). 27 countries have reported cases of MERS-CoV [16]. Major
reservoir hosts are known as African bat and dromedary camels (Figure 6). It is interesting to note that
humpback whales in the Arabian Sea do not migrate but reside during the year-round. MERS was induced
by camels and has been present in Saudi Arabia as well as Jordan, Oman, Qatar, United Arab Emirates,
Yemen, Iran, and Kuwait since 2012. As Antarctica is the source of virus [6], MERS emerged from Antarc-
tica and was transmitted by among humpback whales from Antarctica to the Arabian Sea. 15,000 migra-
tory Madagascara humpback whales out of a total global population of 80,000, may mate with
non-migratory Arabian Sea humpback whales, the latter being infected by the Antarctic aquatic virus
without movement to the Antarctic. Aquatic virus infected humpback whales release feces in the Arabian
Sea, whose nutrient subsidies are fed on by Arabian fish and aquatic microorganisms and are transmitted
to coastal animals such as birds, bats, seals and whales. Camel in the Arabian Desert may evolute the virus
which is mutated as MERS-CoV and transmitted to humans, as shown in Figure 6.

The evidence for humpback whale presence in the Persian Gulf was confirmed in the period of
1883-2017: Bassore Bay, Iraq; Doha, Qatar; Kuwait Inner harbour, Kuwait; Qeshm Island, Iran. Arabian
Sea humpback whales may enter the Persian Gulf with some regularity. The non-migrating population of
humpback whales Megaptera novaeangliae inhabit the northern Arabian Sea year-round [40]. Baleen
whales, dugong, blue whales, minke whales, humpback whales, killer whales, pilot whales, sperm whales,
fin whales, toothed whales, dolphins and porpoises are known to reside in waters off the Arabian Peninsu-
la [41]. The Persian Gulf is part of the habitual range of the Arabian Sea humpback whale population, and
has been since at least the mid-Holocene [42].

Figure 9 shows the sequential flow diagram of humpback whales infected by the aquatic virus for
MERS-CoV.

Figure 8(b) shows that Jordan is mainly covered by the Arabian Desert while the Red Sea is also in
contact with Jordan through the Port of Aquaba, which can be why Jordan is one of the largest MERS-CoV
outbreaks after Saudi Arabia and UAE. Note that Bahrain had the first patient even located on an island in
the Persian Gulf. Dromedary camels from a farm in Qatar proved to be positive for MERS-CoV [43]. It is
evident that the number of MERS-CoV outbreaks are the highest in Saudi Arabia (1028) which has the
longest coastline in the Persian Gulf and largest surface area of the Arabian Desert. The UAE has the
second longest coastline of the Persian Gulf with the second largest number of MERS-CoV outbreaks (77).
Jordan has the second largest surface area surrounded by the Arabian and Syrian deserts with the third
largest outbreak (19), followed by Qatar (13), Oman (6), and Kuwait (6). It can be thus postulated that the
humpback whales mainly on the coastline of the UAE may release their feces transmitting the infected
evolutionary virus of MERS-CoV to dromedary camels by coast animals such as birds and bats.

Outbreaks of MERS were observed in countries surrounded by both the Arabian Desert (Figure 8(b))
and the Persian Gulf (Figure 8(a)).
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Figure 10(a) shows the contour lines of the depth in the Arabian Gulf, whose 20 m contour indicated
that all the countries in the Persian Gulf induced MERS-CoV. It can be postulated that migratory hump-
back whales near Madagascara may visit the Arabian Gulf coastline and release the infected feces, transfer-
ring the virus to coastal animals such as birds, bats, seals, non-migratory humpback whales for the reser-
voir of MERS-CoV. Productivity is highest in the northern region of the Arabian Sea. In Figure 10(b) red
is the highest productivity and blue is the lowest. In the summer monsoon season winds drive waters away
from the coast causing upwelling that brings cold nutrient rich waters to the surface. As a result there is
high productivity in the summer. In the winter there is a deep mixed layer and convective mixing the in-
jects nutrient rich waters from the subsurface to the surface promoting high productivity. There is high
productivity in the summer and in the winter [45] in the Arabian Sea, compared with other humpback
whale in habitats in the world. The Arabian Sea is the unique humpback whale habitat fewer than 100 -
400 whales that reside there permanently, while nearby Madagascara has 15,000 humpback whales. Since
the Arabian Sea has high productivity (Figure 10(b)), Madagascara humpback whales may visit the Per-
sian Gulf for feeding and mating.

The Arabian Gulf is a shallow marginal semi-enclosed sea situated in the northern-eastern Arabian
Sea, with mean depth at only 35 m and less than 100 m in depth over its entire extent (Figure 10(a)). Since
20 m depth lines in Figure 10(a) surround Oman, United Arab Emirates, Qatar, Bahrain, Saudi Arabia,
Kuwait, Iraq, and Iran, corresponding to countries of MERS-CoV outbreaks, it is postulated that coastal
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Figure 9. Sequential flow diagram of humpback whales infected by the aquatic virus for MERS-CoV.
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animals such as birds, bats, crabs, shrimps, and non-migratory humpback whales are reservoirs of
MERS-CoV mutated from the aquatic virus to the MERS-CoV infected camel in the Arabian Desert. The
main topographic features are a deep channel on its northeast side off the coast of Iran, and shallow areas
on the west side off the coasts of Kuwait, Saudi Arabia, Qatar and the UAE. The Arabian Gulf is connected
to the Gulf of Oman via the narrow Strait of Hormuz, which is constructed 56 km wide at its narrowest
point by the Musandam Peninsula [44]. The Persian Gulf acts as an inverted estuary with salinity greater
than the Arabian Sea e.g. salinity values exceeding 40 ppt (parts per thousand) around the island of Ba-
hrain, and the coasts of Qatar and the UAE.

Dromedary camels are the reservoir host of MERS-CoV. Dromedary camels can be found in the Sa-
hara Desert, Arabian Desert, Syrian Desert, Iranian Desert, and part of the Australian Desert. The cause of
the main outbreak of MERS-CoV in Saudi Arabia can be the mutant transmitted by non-migratory
humpback whales in the Persian Gulf. There were cases of MERS-CoV in East Asia in the following; Saudi
Arabia (1028), UAE (77), Jordan (19), Qatar (13), Oman (6), Kuwait (6), Iran (6). As shown in Figure 8(b),
Saudi Arabia has the longest coastlines of the Persian Gulf and the Red Sea along with the widest area of
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Table 4. Environments for outbreak of MERS-CoV in the Arabian Peninsula between September
2012 and peak in 2014.

Sequence Environments for Cause
o Crude oil and combustion, production of
1 Increased CO, emission .
LNG with removal of CO,
2 Thin O, hole Increased CO, emissions

Thin O; hole and maximum sunspot number in 2012,
3 High UV radiation 2013, 2014) in Figure 4 in the Poles and low
UV radiation in the Continents

The Arabian Desert and Shamal wind

4 High aeolian desert dust enriched with sulfur

5 Low rice/wheat Less route of migratory flyways

6 Low waters Less. drinking wa.ter in the Arabian Desert

with annual rainfall less than 100 mm
High temperature ~38°C in the Arabian Desert
High relative humidity 85% - 100%

9 High salinity In the Persian Gulf, 40 parts per thousand

10 Non-migratory Populations of 100 to 400
humpback whales

11 Dromedary camel In the Arabian Desert

the Arabian Desert. The UAE is mostly covered with the Arabian Desert and the Persian Gulf, whereas
Jordan is mostly covered with the Arabian Desert and connected to the Red Sea through Aqaba while Ku-
wait and Oman are surrounded by the Arabian Desert and the Persian Gulf (Table 4).

8. COz EMISSIONS IN THE MIDDLE EAST

Qatar is the exception among the GCC countries with its massive gas production and LNG facilities
giving the country a distinct advantage over its neighbors. Qatar holds the world’s third largest stock of
reserves and is the largest LNG exporter (Table 5). LNG composition is 90% CH,, 6% C,H,, 2% C;H,, CO,
and H,S. For production of LNG, CO, has to be removed. The primary greenhouse gases in the Earth’s
atmosphere are water vapor, CO,, CH,, nitrous oxide (N,O) and O,.

Therefore, it is expected that GCC countries have extensive CO, emission effects, causing the strong
UV radiation mutating the worst virus of MERS-CoV in the Persian Gulf during the maximum sunspot
number.

From 2010 to 2013 there were abrupt increases of gas supply in Qatar, as shown in Figure 11. Coin-
cidentally, there was the outbreak of MERS-CoV in September 2012 to 2014 with their peak in Saudi Ara-
bia.

As shown in Figure 12(a), the Qatar oil and natural gas fields are distributed in the Persian Gulf,
presumably to impact the non-migratory Arabian Sea humpback whales with steps as below,

1) Viruses in the Poles are mutated by the strong UV radiation during maximal sunspot number and
become more powerful.

2) The mutant virus is transmitted by migratory humpback whales in Madagascar.

3) Non-migratory humpback whales in the Arabian Sea are infected during possible mating with
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migratory humpback whales in Madagascar.

4) Infected non-migratory humpback whales in the Persian Gulf are involved in virus evolution [25]
in environments (Table 2) transmitting the mutant virus to coastal animals such as dolphins, whales, and
bats to infect the dromedary camel as the animal source of MERS-CoV.

There have been an abrupt increase of Saudi crude burn in power plants since 2009 till now with
coincidental outbreaks of MERS-CoV mainly in Saudi Arabia (Figure 12(b)) since 2012 with their peak
causing in 2014.

Oil and natural gas field in the right side of the Arabian Desert and the Persian Gulf are partially
transported to the Red Sea and the Mediterranean Sea across Saudi Arabia with possible leakages
throughout Saudi Arabia to infect the dromedary camel with MERS-CoV, as shown in Figure 12(c).

Camel trails crisscross the surface between watering places, as shown in Figure 6. It is possible that
the waters for dromedary camels are infected by MERS-CoV in Saudi Arabia.

The UAE depends almost 100 percent on natural gas for power generation, with gas imports via

Table 5. World Gas Reserves (in tcf) [46].

Estimated Reserves Share of GCC Share of World

Qatar 858 58.6% 13.0%
Saudi Arabia 298 20.3% 4.5%
UAE 215 14.7% 3.3%
Kuwait 63 4.3% 1.0%
Oman 25 1.7% 0.4%
Bahrain 6 0.4% 0.1%

GCC Total 1464 100% 22.2%
Iran 1183 - 18.0%
Russia 1140 - 17.3%
Turkmenistan 617 - 9.4%
United States 308 - 4.7%
Rest of World 1877 - 28.5%
Total World 6589 - 100%
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Figure 11. Qatar gas supply & demand trends [46].
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Figure 12. (a) Qatar selected energy infrastructure. (b) Saudi crude burn in power plants. (c) Saudi
Arabia major oil and natural gas infrastructure. (d) UAE select energy infrastructure [46].

pipeline from Qatar and LNG cargoes filling a widening supply gap [46]. The UAE has the second largest
outbreak of MERS-CoV. In addition, it has the second longest coastline in the Persian Gulf and the wide
spread oil and natural gas fields in the Persian Gulf (Figure 12(d)), which may have more chances to de-
crease the immunity of non-migratory humpback whales in the Persian Gulf.

Saudi Arabia’s carbon dioxide (CO,) emissions have considerably increased over the last years. Saudi
Arabia is the largest country in the Arabian Peninsula, bordering the Red Sea, the Persian Gulf, and lying
to the North of Yemen. It is also among the world’s largest oil-producing countries with over 63% of the
world’s oil production. According to reports in November 2012, Saudi Arabia produced 9.9 million barrels
of crude per day.

Climate change, global warming, biodiversity, acid rain, desertification and deforestation have been
caused by fossil fuel emissions. Many researchers have determined there is a relationships between growth
and gaseous emissions in the last few decades.

Higher economic development needs a higher amount of energy use and this determines amounts of
CO, emissions. This notion attracted the world’s attention in the 1990s because of the potential threats to
the ecosystem. Among the variety of polluting substances, CO, is a major one and represents 58.8 percent
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Figure 13. Global CO, emissions from 1990 to 2017. After a brief plateau, 2017’s emissions are
forecast to hit a new high. Credit: Global Carbon Project, Author provided. Global greenhouse
emissions from fossil fuels and industry are on track to grow by 2% in 2017, reaching a new record
high of 37 billion tonnes of carbon dioxide [49].

of greenhouse gas emissions (Figure 13). Saudi Arabia is the largest oil producer and exporter of total pe-
trolcum liquids in the world and being a faster developing country that utilizes energy more than the other
developing countries in Asia or other continents. Saudi Arabia’s emissions are 118 million metric tons of
carbon [47].

The Earth recently experienced its largest annual increases in atmospheric carbon dioxide levels in at
least 2000 years. Data from NASA’s Orbiting Carbon Observatory-2 (OCO-2), which was launched in
2014, are helping scientists understand why [48].

9. DESALINATION OF THE ARABIAN GULF

With extremely low and unreliable precipitation [50], desalination is the main source of freshwater in
the Middle East. The cumulative desalination capacity of the countries in the Arabian Gulf is around 11
million cubic meters (MCM) per day [51] including Kuwait, Saudi Arabia, Bahrain, Qatar, the United
Arab Emirates and Iran is approximately 11 MCM constituting some 45% of the total desalination activity
of the world [51]. The main producers of desalinated water in the Arabian Gulf are the United Arab Emi-
rates with a combined daily capacity in excess of 6.278 MCM/d, Saudi Arabia 2.318, Kuwait 1.69, Qatar
0.917, Bahrain 0.358 and Iran 0.205 [52]. Seawater desalination constitutes an important source for water
supply to the population bordering the Arabian Gulf. The amount of desalinated water in the Arabian Gulf
accounts for over 60% of the world’s total production [53]. In the reverse osmosis desalination plants
(RODP), the total water is taken from the sea and the brine is discharged back to the same medium, where
salinity will increase by 70% [54]. The Arabian Gulf is a shallow semi-enclosed marginal sea, less than 100
m in depth over its entire extent and with a mean of only 35 m [55]. There are freshwater inflows from the
Tigris, the Euphrates, and the Karun at the delta of the Shatt al Arab. The main producers in the Gulf re-
gion are the United Arab Emirates, Saudi Arabia (9% from the Gulf region and 13% from the Red Sea),
Qatar and Kuwait [51, 56].
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10. CONCLUSIONS

Spanish flu in 1918, SARS in China in 2002, and MERS-CoV in Saudi Arabia in 2012, have the fol-
lowing features; 1) the induction by viruses (Spanish flu; avian influenza virus (AIV), SARS and MERS;
coronavirus), 2) the outbreak during the maximal sunspot number, 3) the aeolian desert dust region
(Spanish flu; Saharan, SARS; Asian, MERS-CoV; Arabian), 4) similar incubation period (AIV; 5, SARS; 2 -
7, MERS-CoV; 5 days), and 5) different transmission reservoir (Spanish flu; aquatic birds/swine, SARS;
bat, MERS-CoV; bat/dromedary camel). The abrupt increase of global CO, emissions from fossil fuel
combustion causes the thin ozone hole while the maximal sunspot number allows the extensive UV radia-
tion in the Poles. When carbon dioxide combustion emission was high simultaneously at the maximal
sunspot number, the UV radiation on the surface of the Poles was so extensive as to mutate the aquatic
virus through the food web eventually reaching poultry and humans, which could be the fundamental
reason for the 1918 Spanish flu. Guangdong Province and Hong Kong in China are favorable environ-
ments for the habitats of migratory birds. These locations are ideal stopovers for migratory birds flying
from the Antarctic via Australia. Since Guangdong Province and Hong Kong are located on the long coas-
tline of the South China Sea and have mild temperatures, high relative humidity and ideal habitats with
small islands for migratory birds and humpback whales, such locations could be the source of 2002-2003
SARS.

The reduction of CO, emissions by nuclear power plants is a unique solution to decrease MERS-CoV
outbreaks, especially in Saudi Arabia, UAE, and Qatar with the largest outbreaks of MERS-CoV due to
factors such as Arabian Desert area, coastline length of the Persian Gulf, and CO, emissions by combus-
tions of crude oil and natural gas. Stranding and subsequent deaths of whales and dolphins along the coast
of the Persian Gulf are caused by infection by the worst virus from the Antarctic. They may be fed on by
coastal animals from the Arabian Desert, where bats and dromedary camels are present to transmit the
evolutionary virus in the form of MERS-CoV under various environments such as high sulfur, high tem-
perature, and low water in the Arabian Desert, high relative humidity and high CO, emissions in the Per-
sian Gulf. Migratory Madagascara humpback whales may mate with non-migratory Arabian Sea hump-
back whales and become infected by the Antarctic aquatic virus without movement to the Antarctic. Aq-
uatic virus infected humpback whales releases feces in the Arabian Sea and the Persian Gulf, which is
transmitted to coastal animals such as birds, bats, seals and whales. Dromedary camel contaminated by
waters in the Arabian Desert may evolute the virus to be mutated as MERS-CoV and transmitted to hu-
mans. Arabian Sea humpback whales may enter the Persian Gulf with some regularity. The non-migrating
population of humpback whales inhabits the northern Arabian Sea year round. The evidences for hump-
back whale presence in the Persian Gulf were confirmed in the period from 1883-2017. There has been an
abrupt increase of Saudi crude burn in power plant since 2009 till now with coincidental outbreaks of
MERS-CoV mainly in Saudi Arabia since 2012 peaking in 2014.

Serious diseases such as Spanish flu, SARS, and MERS-CoV have occurred by mutant viruses initiated
from the Poles during both the abrupt increase of CO, emissions and the maximal sunspot number. The
sunspot number is a good index to predict the scope and the extent of serious diseases for humans during
the maximal sunspot number.

ACKNOWLEDGEMENTS

The author expresses sincere gratitude to G-LAND and the University of Suwon of South Korea for
their financial supports. Editing work undertaken by Professor Jonathan Wright is also greatly appre-
ciated.

CONFLICTS OF INTEREST

The authors declare no conflicts of interest regarding the publication of this paper.

https://doi.org/10.4236/jbise.2019.121005 72 J. Biomedical Science and Engineering


https://doi.org/10.4236/jbise.2019.121005

REFERENCES

L.

10.

11.

12.

13.
14.
15.

16.

McDevitt, J.J., Rudnick, S.N. and Radonovich, L.]. (2012) Aerosol Susceptibility of Influenza Virus to UV-C
Light. Applied and Environmental Microbiology, 78, 1666-1669. https://doi.org/10.1128/ AEM.06960-11

Darnell, M.E. and Taylor, D.R. (2006) Evaluation of Inactivation Methods for Severe Acute Respiratory Syn-
drome Coronavirus in Noncellular Blood Products. Transfusion, 46, 1770-1777.
https://doi.org/10.1111/j.1537-2995.2006.00976.x

Keil, S. D., Bowen R. and Marschner, S. (2016) Inactivation of Middle East Respiratory Syndrome Coronavirus
(MERS-CoV) in Plasma Products Using a Riboflavin-Based and Ultraviolet Light-Based Photochemical Treat-
ment. Transfusion, 56, 2948-2952. https://doi.org/10.1111/trf.13860

Robin, M. (2017) Scientists Trace 2002 Sars Virus to Colony of Cave-Dwelling Bats in China. The Guardian.

Anthony, S.J., Gilardi, K., Menachery, V.D., Goldstein, T., Ssebide, B., Mbabazi, R., Navarrete-Macias, I., Liang,
E., Wells, H., Hicks, A., Petrosov, A., Byarugaba, D. K., Debbink, K., Dinnon, K.H., Scobey, T., Randell, S.H.,
Yount, B.L., Cranfield, M., Johnson, C.K., Baric, R.S., Lipkin, W.I. and Mazet, J.A.K. (2017) Further Evidence
for Bats as the Evolutionary Source of Middle East Respiratory Syndrome Coronavirus. American Society for
Microbiology, 8, €00373-17. https://doi.org/10.1128/mBio.00373-17

Kim, T.J. (2018) Prevention of Avian Influenza Virus by Ultraviolet Radiation and Prediction of Outbreak by
Satellite Parameters. Journal of Biomedical Science and Engineering, 11, 182-206.
https://doi.org/10.4236/jbise.2018.117015

Horton, A. (2018) Climate Change Is Destroying out National Parks at an Alarming Rate Study Finds. The
Washington Post.

Hathaway, D.H. (2010) The Solar Cycle. Living Reviews in Solar Physics, 7, 1.
https://doi.org/10.12942/Irsp-2010-1

Kim, T.]., Pitcovski, J., Yim, H., Tark, D., Park, M., Lee, C., Hwang, S., Kim, Y. and Kang, S. (2018) Highly Pa-
thogenic Avian Influenza Virus from Poultry/Humans and Prediction of Its Outbreak by Satellite. 70th AACC
Annual Scientific Meeting & Clinical Lab Expo, Chicago, 1 August 2018, B-081.

Jiménez-Espejo, F.J., Garcia-Alix, A., Jiménez-Moreno, G., Rodrigo-Gamiz, M., Anderson, R.S,
Rodriguez-Tovar, F.J., Martinez-Ruiz, F., Giralt, S., Huertas, A.D. and Pardo-lgtzquiza, E. (2014) Saharan Aeo-
lian Input and Effective Humidity Variations over Western Europe during the Holocene from a High Altitude
Record. Chemical Geology, 374-375, 1-12. https://doi.org/10.1016/j.chemgeo0.2014.03.001

Yamaguchi, N., Ichijo, T., Sakotani, A., Baba, T. and Nasu, M. (2012) Global Dispersion of Bacterial Cells on
Asian Dust. Scientific Reports, 2, Article No. 525. https://doi.org/10.1038/srep00525

Zhou, X., Sun, F., Xu, S., Fan, G., Zhu, K., Liu, X., Chen, Y., Shi, C., Yang, Y., Huang, Z., Chen, J., Hou, H., Guo,
X., Chen, W, Chen, Y., Wang, X,, Lv, T., Yang, D., Zhou, J., Huang, B., Wang, Z., Zhao, W., Tian, R, Xiong, Z.,
Xu, J., Liang, X., Chen, B., Liu, W., Wang, J., Pan, S., Fang, X., Li, M., Wei, F., Xu, X., Zhou, K., Wang, J. and
Yang, G. (2013) Baiji Genomes Reveal Low Genetic Variability and New Insights into Secondary Aquatic Adaq-
tions. Nature Communications, 4, Article No. 2708. https://doi.org/10.1038/ncomms3708

Trends in Global CO, Emissions 2011 Report (2011) PBL Netherlands Environmental Assessment Agency.
https://www.learner.org/workshops/geography/workshop8/wkp8map3.html

Uddin, S. (2014) Environmental Impacts of Desalination Activities in the Arabian Gulf. International Journal of
Environmental Science and Development, 5, 114-117. https://doi.org/10.7763/IJESD.2014.V5.461

Smith, R.D. (2006) Responding to Global Infectious Disease Outbreaks: Lessons from SARS on the Role of Risk
Perception, Communication and Management. Social Science & Medicine, 63, 3113-3123.
https://doi.org/10.1016/j.socscimed.2006.08.004

https://doi.org/10.4236/jbise.2019.121005 73 J. Biomedical Science and Engineering


https://doi.org/10.4236/jbise.2019.121005
https://doi.org/10.1128/AEM.06960-11
https://doi.org/10.1111/j.1537-2995.2006.00976.x
https://doi.org/10.1111/trf.13860
https://doi.org/10.1128/mBio.00373-17
https://doi.org/10.4236/jbise.2018.117015
https://doi.org/10.12942/lrsp-2010-1
https://doi.org/10.1016/j.chemgeo.2014.03.001
https://doi.org/10.1038/srep00525
https://doi.org/10.1038/ncomms3708
https://www.learner.org/workshops/geography/workshop8/wkp8map3.html
https://doi.org/10.7763/IJESD.2014.V5.461
https://doi.org/10.1016/j.socscimed.2006.08.004

17.

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.
28.
29.
30.
31.

32.

33.

34.
35.

36.
37.

World Health Organization (WHO) (2008) Summary of Probable SARS Cases with Onset of Illness from 1 No-
vember 2002 to 31 July 2003.

National Health Service (2014) SARS (Severe Acute Respiratory Syndrome). NHS Choices.
Liang, Y. (2017) Migratory Birds Inhabit at Mangrove Forest of S China’s Shenzhen Bay, Xinhua.

Hu, J., Jiang, Z., Zhang, C., Xiao, F. and Hu, H. (2011) Bird Diversity and the Conservation Value of a New
Ramsar Site: Guangdong Haifeng Wetlands, China. Intergrative Zoology, 6, 266-278.
https://doi.org/10.1111/j.1749-4877.2011.00252.x

Laboratory-Confirmed Cases of MERS-CoV Reported in Eastern Mediterranean Region, April 2012-August
2018, World Health Organization (2018).

Hathaway, D.H. (2015) The Solar Cycle. Living Reviews in Solar Physics, 12, 4.
https://doi.org/10.1007/lrsp-2015-4

Corman, V.M., Ithete, N.L., Richards, L.R., Schoeman, M.C. and Preiser, W. (2014) Rooting the Phylogenetic
Tree of Middle East Respiratory Syndrome Coronavirus by Characterization of a Conspecific Virus from an
African Bat. Journal of Virology, 88, 11297-11303. https://doi.org/10.1128/JV1.01498-14

Lau, S., Fan, R.Y.Y,, Luk, H.K.H,, Zhu, L., Fung, J., Li, K.S.M., Wong, E.Y.M., Ahmed, S.S., Chan, ].LF.W., Kok,
K.H., Chan, K.H., Wernery, U,, Yuen, K.Y. and Woo, P.C.Y. (2018) Replication of MERS and SARS Coronavi-
ruses in Bat Cells Iffers Insights to Their Ancestral Origins.

Yoon, S.W., Webby, R.J. and Webster, R.G. (2014) Evolution and Ecology of Influenza a Viruses. Current Top-
ics in Microbiology and Immunology, 385, 359-375. https://doi.org/10.1007/82_2014_396

DNEWS (2016) DNA Pinpoints Where Camel Breeding Began.
https://www.seeker.com/dna-pinpoints-where-camel-breeding-began-1791524445.html

Wikipedia. Dromedary.

https://worldview.stratfor.com/article/why-iran-threatening-close-strait-hormuz

http://www.nextread.me/dubai-on-world-map.html/dubai-on-world-map-location-a
https://namu.wiki/w/%EB%A9%94%EB% A5%B4%EC%8A%A4

Soaud, A.A., Al Darwish, F.H., Saleh, M.E., El-Tarabily, K.A., Azirun, M.S. and Rahman, M.M. (2011) Effects of
Elemental Sulfur, Phosphorus, Micronutrients and Paracoccus versutus on Nutrient Availability of Calcareous
Soils. Australian Journal of Crop Science, 5, 554-561.

Hizi, A., Shaharabany, M., Tal, R. and Hughes, S.H. (1992) The Effects of Cysteine Mutations on the Reverse
Transcriptases of Human Immunodeficiency Virus Types 1 and 2. The Journal of Biological Chemistry, 267,
1293-1297.

Yang, G., Niendorf, K.B. and Tsao, H. (2004) A Novel Methionine-53-Valine Mutation of p16 in a Hereditary
Melanoma Kindred. Journal of Investigative Dermatology, 123, 574-575.

Wildlife Conservation Society (2014) Arabian Sea Humpback Whales Isolated for 70,000 Years. Science New.

Nagvi, S.W.A. Moffett, ].W., Gauns, M.U., Narvekar, P.V., Pratihary, A K., Naik, H., Shenoy, D.M., Jayakumar,
D.A., Goepfert, T.J., Patra, P.K., Al-Azri, A. and Ahmed, S.I. (2010) The Arabian Sea as a High-Nutrient,
Low-Chlorophyll Region during the Late Southwest Monsoon. Biogeosciences, 7, 2091-2100.
https://doi.org/10.5194/bg-7-2091-2010

United States Geological Survey (2011) Volcano Hazards Program. 22.

Trick, C.G,, Bill, B.D., Cochlan, W.P., Wells, M.L., Trainer, V.L. and Pickell, L.D. (2010) Iron Enrichment Sti-
mulates Toxic Diatom Production in High-Nitrate, Low-Chlorophyll Areas. Proceedings of the National
Academy of Sciences of the United States of America, 107, 5887-5892. https://doi.org/10.1073/pnas.0910579107

https://doi.org/10.4236/jbise.2019.121005 74 J. Biomedical Science and Engineering


https://doi.org/10.4236/jbise.2019.121005
https://doi.org/10.1111/j.1749-4877.2011.00252.x
https://doi.org/10.1007/lrsp-2015-4
https://doi.org/10.1128/JVI.01498-14
https://doi.org/10.1007/82_2014_396
https://www.seeker.com/dna-pinpoints-where-camel-breeding-began-1791524445.html
https://worldview.stratfor.com/article/why-iran-threatening-close-strait-hormuz
http://www.nextread.me/dubai-on-world-map.html/dubai-on-world-map-location-a
https://namu.wiki/w/%EB%A9%94%EB%A5%B4%EC%8A%A4
https://doi.org/10.5194/bg-7-2091-2010
https://doi.org/10.1073/pnas.0910579107

38.

39.

40.

41.
42.
43.

44,
45.
46.

47.

48.
49.

50.

51.

52.

53.

54.

55.

56.

Acebes, ].M.V,, Darling, J.D. and Yamaguchi, M. (2007) Status and Distribution of Humpback Whales (Megap-
tera novaeangliae) in Northern Luzon, Philippines. Journal of Cetacean Research and Management, 9, 37-43.

Meng, J. (2017) Humpback Whale Runs around Again after Being Freed from East China Beach. Xinhua.

Dakhteh, S.M.H., Ranjbar, S., Moazeni, M., Mohsenian, N., Delshab, H., Moshiri, H. and Waerbeek, K.V. (2017)
On the Presence of Humpback Whales in the Persian Gulf: Rare or Rarely Documented? /WC Scientific Com-
mittee Meeting, Bled, May 2017, 1-7.

https://www.cbd.int/doc/meetings/mar/ebsaws-2015-02/other/ebsaws-2015-02-gobi-submission4-en.pdf

https://www.biorxiv.org/content/biorxiv/early/2017/09/06/185033.full.pdf

Ahmad, Z., Singh, K., Akhtar, J., Amir, M. Parveen, Z. and Shakya, P. (2017) Middle East Respiratory Syn-
drome-Coronavirus (MERS-CoV) in India and Abroad. International Journal of Pharmaceutical Sciences and
Research, 8, 4496-4512.

https://www.sciencedirect.com/science/article/pii/S0307904X06002241

The Arabian Sea, The Seas Project. http://theseasproject.weebly.com/arabian-sea.html

Munro, D. (2018) Enhancing Gas Security: An Economic Imperative for the Gulf Arab States. The Arab Gulf
States Institute, Washington DC, Issue 3, 1-23. http://www.agsiw.org

Ahmed, A.H. (2016) Forecasting CO, Emissions Level in Saudi-Arabia (2014-2018) Using Zeytun Time Series
Statistical Software. International Research Journal o Environment Sciences, 5, 27-36.

https://science.nasa.gov/science-news/news-articles/solving-earths-mysteries

Canadell, P., Quere, C.L., Peters, G., Andrew, R., Jackson, R. and Haverd, V. (2017) Fossil Fuel Emissions Hit
Record High after Unexpected Growth: Global Carbon Budget 2017.
http://theconversation.com/fossil-fuel-emissions-hit-record-high-after-unexpected-growthglobal-carbon-budge
t-2017-87248

Din, S.U., Dousari, A.A. and Al Ghadban, A.N. (2007) Sustainable Fresh Water Resources Management in
Northern Kuwait—A Remote Sensing View from Raudatain Basin. International Journal of Applied Earth Ob-
servation and Geoinformation, 9, 21-31.

Lattemann, S. and Hopner, T. (2008) Environmental Impact and Impact Assessment of Seawater Desalination.
Desalination, 220, 1-15. https://doi.org/10.1016/j.desal.2007.03.009

IDA (2006) IDA Worldwide Desalting Plant Inventory. No. 19 in MS Excel Format, Media Analytics Ltd., Ox-
ford.

Akkad, A.A. (1990) Conservation in the Arabian Gulf Countries. Management and Operations. Journal of the
American Water Works Association, 40-50. https://doi.org/10.1002/.1551-8833.1990.tb06962.x

Ruiz, M., Antequera, M. and Gonzalez, J. (2007) Discharges to the Sea from Desalination Plants.
MEDCOAST-07, Alexandria.

Reynolds, R.M. (1993) Physical Oceanography of the Gulf, Strait of Hormuz, and the Gulf of Oman-Results
from the Mt Mitchell Expedition. Marine Pollution Bulletin, 27, 35-59.
https://doi.org/10.1016/0025-326X(93)90007-7

Bashitialshaaer, R., Kenneth, P. and Aljaradin, M. (2001) Estimated Future Salinity in the Arabian Gulf, the Me-
diterranean Sea and the Red Sea Consequences of Brine Discharge from Desalination. International Journal of
Academic Research, 3, 133-140.

https://doi.org/10.4236/jbise.2019.121005 75 J. Biomedical Science and Engineering


https://doi.org/10.4236/jbise.2019.121005
https://www.cbd.int/doc/meetings/mar/ebsaws-2015-02/other/ebsaws-2015-02-gobi-submission4-en.pdf
https://www.biorxiv.org/content/biorxiv/early/2017/09/06/185033.full.pdf
https://www.sciencedirect.com/science/article/pii/S0307904X06002241
http://theseasproject.weebly.com/arabian-sea.html
http://www.agsiw.org/
https://science.nasa.gov/science-news/news-articles/solving-earths-mysteries
http://theconversation.com/fossil-fuel-emissions-hit-record-high-after-unexpected-growthglobal-carbon-budget-2017-87248
http://theconversation.com/fossil-fuel-emissions-hit-record-high-after-unexpected-growthglobal-carbon-budget-2017-87248
http://theconversation.com/fossil-fuel-emissions-hit-record-high-after-unexpected-growthglobal-carbon-budget-2017-87248
http://theconversation.com/fossil-fuel-emissions-hit-record-high-after-unexpected-growthglobal-carbon-budget-2017-87248
https://doi.org/10.1016/j.desal.2007.03.009
https://doi.org/10.1002/j.1551-8833.1990.tb06962.x
https://doi.org/10.1016/0025-326X(93)90007-7

	Spanish Flu, SARS, MERS-CoV by CO2 Emission and Maximal Sunspot Number
	ABSTRACT
	1. INTRODUCTION
	2. SPANISH FLU
	3. SARS
	4. MERS-COV
	5. TRANSMISSION ROUTE OF MERS-COV
	6. MUTATION BY UV RADIATION
	7. OUTBREAK ENVIRONMENTS FOR MERS-COV
	8. CO2 EMISSIONS IN THE MIDDLE EAST
	9. DESALINATION OF THE ARABIAN GULF
	10. CONCLUSIONS
	ACKNOWLEDGEMENTS
	CONFLICTS OF INTEREST
	REFERENCES

